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recombinant host cell of daim 127 under conditions suitable for production of the protein; sand (b) 
recovering the protein. 

REMARKS 

Claims 101, 108. 113. 118 have been cancelled. Claims 100, 102, 109, 114. 117, and 119 
have been amended. Claims 100. 102-107. 109-112. 114-117, and 119-128 are pending in the 
present application. 

It is respectfully submitted that the present amendment presents no new issues or new matter 
and places this case in condition for allowance. Reconsideration of the application in view of the above 
amendments and the following remarks is requested. 

I. The Rejection of Claims 100-104, 108*111, 113-115, and 117-124 under 35 U.S.C. § 112, 
First Paragraph 

Claims 100-104, 108-111. 113-115, and 117-124 remain rejected under 35 U.S.C. § 112, first 

paragraph, 'as containing subject matter which was not described in the specification in such a way as 

to reasonably convey to one skilled in the relevant art that the inventors), at the time the application 

was filed, had possession of the claimed invention.' The Office Action states: 

Appellant argues that me limitations with respect to hybridization with and per cent 
identity to SEQ ID NO: 1 dictates structural similarity between the claimed genus and 
the single disclosed nucleic acids. However, the claims further require that tne 
claimed nucleic acid sequence encode a pnosphoiipase B. Appellant has provided no 
evidence to support a contention that structural similanty between nucleic acids in any 
way determines whether the polypeptides they encode {if any) share a specific 
function. 

This rejection is respectfully traversed. 

The present invention relates to isolated nucleic acid sequences encoding a polypeptide 
having phosphatase B activity, selected from the group consisting of: (a) a nucleic acid st^uence 
encoding a polypeptide having an amino acid sequence which has at least 90% identity with amino 
acids 20 to 464 of SEQ ID N0:2; (b) a nucleic acid sequence having at least 90% homology with 
nucleotides 568 to 2045 of SEQ ID NO:1; (c) a nucleic acid sequence which hybndizes under medium- 
high stringency conditions with (i) nucleotides 568 to 2045 of SEQ ID N0:1. (ii) the cDNA s«juence 
contained in nucleotides 568 to 2045 of SEQ ID NO.1. or (lii) a complementary strand of (0 or (ii); and 
(d) a subsequence of (a), (b), or (c), wherein the subsequence encodes a polypeptide fragment which 
has phosphoiipase B activity. 
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The essential feature of the claimed invention is isolated nucleic acids that hybndize to 
nucleotides 568 to 2045 of SEQ ID NO: I under the specified stringency conditions and nave a 
specified percent homology and encode polypeptides with a specific function, i.e., phospholipase B 
activity. The art indicates that hybridization techniques using a Known DNA as a probe under the 
specified stringency conditions were conventional in the art at the time of filing. The claim is drawn to 
nucleic acids all of which must hybridize with nucleotides 568 to 2045 of Sf£Q ID NO: 1 and must 
encode a protein with phospnolipase B activity. 

One of ordinary stall in the art would not expect substantial variation among :»pecies 
encompassed within the scope of the claims because the specified hybridization and percent identity 
conditions set forth in the claims yield structurally similar DNAs and proteins. There are nunc reds of 
papers where genes coding for proteins of similar function were cloned on the basis of hybridization to 
heterologous probes under a variety of stringency conditions, in such cases, the structurally similar 
proteins have a high degree of identity. Such cross-hybndization is to a significant extent predictive of 
gene relatedness. and gene relatedness is in turn predictive of functional similarity. 

To further prosecution of the present application, the claims now recite medium-high and high 
stringency and at least 90% identity or 90% homology. 

The Office Action states "Appellant has provided no evidence to support a contention that 
structural similarity between nucleic acids in any way determines whether the polypeptides they 
encode {if any) share a specific function.' It is well settled that the burden is on the Patent Office, not 
the Applicant, to provide that there is no evidence to support the contention that structural similarity 
between nucleic acids in any way determines whether the polypeptides they encode (if any) share a 
specific function. See, for example. In re Maaocchi, 169 U.S.P.Q. 367, 369 (C.C.P.A. 1971); In re 
DinthNguyen. 181 U.S.P.Q. 46. 47(C.C.PA. 1974); and In re Stark. 172 U.S.P.Q. 402, 406 n. 4 
(C.C.P.A. 1972). 

For the foregoing reasons. Applicant submits that the rejections under 35 U.S.C. § 1 12 have 
been overcome and respectfully requests reconsideration and withdrawal of the rejections. 

II. The Rejection of Claims 100-104, 108-111, 113-115, and 117-124 under 35 U.S.C. § 112, 
First Paragraph 

Claims 100-104, 108-111, 113-115, and 117-124 are rejected under 35 U.S.C. 112, first 
paragraph, because the specification, while being enabling for a nucleic acid sequence encoding 
phospholipase B wherein either tne nucleic acid sequence comprises nucleotides 568 to 2045 of SEQ 
ID NO: 1 or the polypeptide comprises amino acids 20-464 of SEQ ID NO: 2, does not resisonably 
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provide enablement for any other embodiments lying outside this scop8. The Office Action states: 

Witn respect to the enablement , rejection, the claimed nucleic acid sequence is not 

limited to nucleic acid sequences which can be isolated from otner organisms, and the 

specification provides no guidance as to what other organisms would provide a source 

for nucleic acid sequences embraced by the claims. 
This rejection is respectfully traversed. 

The specification on page 9, line 7, to page 10. line 30, provides guidance as to what other 
organisms could provide a source for nucleic acid sequences embraced by the oaims. 

Applicant submits, therefore, that the information disclosed in the specification combined with 
the Knowledge of the art provides sufficient guidance to one of ordinary skill in the art to isolate such 
nucleic acids from other strains. Thus, there is sufficient enabling description in the specification to 
direct and guide the skilled artisan to practice the claimed invention. 

For the foregoing reasons, Applicant submits that the rejections under 35 u.S.C. § 112 have 
been overcome. Applicant respectfully requests reconsideration and withdrawal of the rejections. 



III. Conclusion 

in view of the above, it is respectfully submitted that all claims are in condition for allowance. 
Earty action to that end is respectfully requested. The Examiner is hereoy invited to contact the 
undersigned by telephone if there are any questions concerning this amendment or application. 



Respectfully submitti 

Date: August 28. 2003 



Robert I. Same's. Reg. No. 41.324 
Novozymes Biotech, Inc. 
1445 Drew Avenue 
Davis. CA 95616-4880 
530-757-8100 
530-757-4715 (direct) 
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